
EXOAI™





Manually exploring the varied lipid compositions 
required for specific target organs and diseases 
demands considerable time and cost from researchers.

Consequently, an efficient method for identifying 
the optimal lipid composition ratio is crucial for 
streamlining artificial exosome production.

Utilizing artificial intelligence (AI) for this optimal 
composition search can significantly reduce time, 
labor, and associated costs.





                        

     
 

     
 

     
 

     
 

     
 

 
  
  

 

 
  
  

 

 
  
  

 

 
  
  

 

 
  
  

 

                                       

 

   

   

   

   

   

   

   

   

   

 
             

 
  
 
  
  
 
  
 
  
 
 

                 

                      

          

       

                        
         

 
 
 

 
 
 

 
 

 
 
 
 
 
 
 

 
 
 
  
 

 
  
 
  
  
 

 
 
 
 

 
 
 

 
 
 

 
 

 
 
 
 
 
 
 

 
 
 
  
 

 
  
 
  
  
 

 
 
 
 

 
 
 

 
 
 

 
 

 
 
 
 
 
 
 

 
 
 
  
 

 
  
 
  
  
 

 
 
 
 

              

                                

                           

              
 
 

  

 
 

  

  
 

  

  
 

  

  
 

  

 

                

    
                 

     



Additionally, when the manufactured 
extraordinary lipid nanoparticles were applied to 
cells at varying concentrations, we observed over 
90% cell viability, confirming their remarkably 
low cytotoxicity.

                            

                

            
              

                           

              

 

 

  

 

 

  

  

 

  

  

 

  

  

 

  
     

              

   

              

                           

              

 

 

  

 

 

  

  

 

  

  

 

  

  

 

  

  

                 

    

                  

          





EXOAI™

Computer requirement 3 GHz processor, 4 cores, 8 GB RAM, Geforce RTX 3090ti

Database scale Based on CAS, ExoCarta, PubMed, Vesiclepedia

Learning algorithm type Hybrid Least square boosting algorithm (Hybrid-LSBoost)

Hyper parameter 1000-epoch, 500-iteration, leaf node (8)

Input parameters CMAs (DC-cholesterol, DSSM, DSPE, Cholesterol, DSPS, DSPC, composition)

Output parameters CQAs (Particle size, PDI, Zeta potential, Encapsulation efficiency)

Natural exosome
mimicry rate

95%

Mean squared error 0.01

Correlation coefficient
(R2)

0.99

Prediction time < 30mins

Subscription Recurring subscription
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